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Expression of Brassica juncea SK,-type dehydrin gene enhances stress tolerance in Escherichia coli
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Abstract: To elucidate the contribution of BjDHN2/3 to abiotic stress tolerance, the prokaryotic expression vector
pET30a-BjDHNZ2/3 was constructed and then transferred into E. coli strain BL21. Compared with control strain con-
taining the empty vector without BfDHN2/3 gene, E. coli expressing the BjDHN2/3 show improved tolerance when
exposed to cold, drought and NaCl. The results indicated the overexpressing BjDHN2/3 directly contributed to en-
hancing tolerance of transgenic E. coli under stress conditions.
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Fig. 1 Abiotic stress tolerances of transgenic E.
coli

. @A T PCR B J A SDS-PAGE 417 .
Note: ( A) colony-PCR (up) and SDS-PAGE
(down). Expression of BJDHN2 or BjDHN3 protein in
E. coli. M, marker; c, total protein extracts from E,
coli with pET30a with Xgalisopropyl thiogalactoside
(IPTG) inducing;1, 2, 3, total protein extracts from E.

coli with recombinant plasmids with IPTG inducing.
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Fig.2 Growth of E. coli cells expressing BJDHN2 or
BjDHN3 protein and the control cell under (A)
low temperature, (B) 800 mol+L™! NaCl, and
(C) 1 mol*L™! sorbitol stresses
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Note:Each value represents an average of at least three inde-
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