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Abstract: Diacylglycerol acyltransferase (DGAT2), a key enzyme for lipid biosynthesis, plays a critical role in
oil accumulation in oilseeds. In this study, using the silico cloning technique combined with RT-PCR method, a
novel DGAT2 gene with the length of 999 bp encoding 332 amino acids was isolated from seed cDNAs of to-
bacco (Nicotiana tabacum), named NtDGAT2 (GenBank No JX843807). The sequence analyses showed that
the amino acid sequence of NtDGAT?2 with the typical functional motifs of DGAT2 was high similarity to those
identified from other species. Based on Real-time quantitative PCR expression analysis, NtDGAT2 was ex-
pressed in all tissues such as root, stem, leaf, flower and developing seed; in particular, NIDGAT2 was highly
expressed in flowers and developing seeds. Further, the function of NtDGAT2 was confirmed by heterologous
transformation and the functional complementary experiments in yeast.
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Table 1 Primer information

(5'=3")
NtDGAT2-F  ATAGGATCCATGGCTATAGAGGAGGATGGT
NtDGAT2-R  ATACTCGAGTTAAAGAATTCTCAGCGGGA
NtD1-RTs TGTTGCGAATGGTGAGGAAA
NtD1-RTa GCCTGCGTGACTCTGTTTGA
NtD2-RTs TTGTGCCAGGTGGAGTTCAG
NtD2-RTa ACATCAGACTGGCCGAAACAG
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NtActinR CAAGGAAATCACCGCTTTGG

CYCl GCGTGAATGTAAGCGTGAC
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Fig.4 RT-PCR analysis of transgenic yeast
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