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in Defense—Related Hormones Treatments
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Abstract: Several VQ proteins are recently identified as WRKY factors-interacting partners in Arabidopsis and in—
volved in regulating physiological processes. Searching of genomic databases found that VQ gene family is specific to
land plants and these V() genes encode proteins characteristic of a conserved VQ-motif. It consists of 34 representa—
tives in Arabidopsis and can be divided into two groups based on the similarity of the amino acid sequences. To un—
derstand the functions of Arabidopsis VQ proteins we examined the expression profiles of AtV(Q) genes in various de—
fense—related hormones treatments. qRT-PCR analysis revealed that a majority of them were differently regulated in
response to salicylic acid ( SA)  methyl jasmonate ( MeJA) or I-aminocyclopropane-1-carboxylate ( ACC) . And
some members are induced by two of these three hormones. Moreover four members ( AtVQ3  AtVQ18 AtV(Q23 and
AiV(Q24) are induced by SA MeJA and ACC simultaneity. However there is only one AtVQ gene ( AtV(Q27) is up—
regulated after spraying of abscisic acid ( ABA) . These results suggest that Arabidopsis V() genes may be involved in
plant defense responses.
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Appendix Fig. 1  Expression profiles of invariable AtV() genes after SA treatment
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Appendix Fig.2  Expression profiles of invariable AtV() genes after JA treatment
1. AVQI; 2. AtVQ4; 3. AtVQ6; 4. AtVQ7; 5. AtVQS; 6. AtVQ9; 7. AVQIO0; 8. AiVQII; 9. AtVQI2; 10. AVQI3; 11. AVQI4; 12. AVQI5; 13. Ai-
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Appendix Fig.3  Expression profiles of invariable AtV(Q genes after ACC treatment
1. AVQI; 2. AdVQ4; 3. AdVQ6; 4. AdVQ7; 5. AdVQS; 6. AiVQ9; 7. AiVQI0; 8. AsVQI1; 9. AtVQ12; 10. AiVQI4; 11. AtVQI5; 12. AiVQI6;
13. AVQI19; 14. AtVQ20; 15. AcVQ21; 16. AtVQ22; 17. AtVQ26; 18. AtVQ27; 19. AtVQ30; 20. AtVQ31; 21. AtVQ32; 22. AtV(Q33; 23. AtV(Q34
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Appendix Fig.4 Expression profiles of invariable AtV() genes after ABA treatment
L. AVQI; 2. AtVQ2; 3. AtVQ3; 4. AtVQ4; 5. AtVQ5; 6. AtVQ6; 7. AtVQ7; 8. AtVQS8; 9. AtV(Q9; 10. AtVQ10; 11. AtVQII;
12. AtVQI2; 13. AtVQI4; 14. AtVQIS; 15. AtVQ16; 16. AVQI7; 17. AtVQ19; 18. AtVQ21; 19. AtV(Q22; 20. AtV(Q23,;
21. AtVQ24; 22. AtVQ25; 23. AtVQ28; 24. AtVQ30; 25. AtVQ31; 26. AtV(Q32; 27. AtV(Q33; 28. AtV(Q34
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Appendix table 1 Primers of AtV(Q genes

AtVQ1 AT1G17147 5" TGAGATCTGAACCGATGAAGG3"; 5" ACGACTGCGTTTTTACCTGTG-3"
AtVQ2 AT1G21320 5" ITTTCACCATGCTGGGATTTITA-3"; 5-TACCTTCTTGTGGATCGGTTG-3"
AtVQ3 AT1G21326 5’ TACCATTGAAAGTCCGTGGAG3"; 5'-GTTCTTGCTGATGGGTTTGTG3"
AtVQ4 AT1G28280 5" ATTCAGCTTTCTCTCCCCGTA3"; 5 -ATCAAACGGGTCGGGTATAAG3"
AtVQ5 AT1G32585 5"-CGACCAACTAAACGCTGACTC-3"; 5"-AAGGCTTTTGAAGTCGTTCTTG-3"
AtVQ6 AT1G32610 5" TGGAGACCAGTTTGGGTCTAA3"; 5" -GGCTGCATTTGGTTTTCATTA3"
AtVQ7 AT1G35830 5" TCTCATCTCCGACGACATTCT-3"; 5-TTTTCTAGGGTTTCGGGAAGA-3”
AtVQ8 AT1G68450 5"-GAATCCCACACCATCAAGAAA3"; 5" - TGGATCACTTTTGGAGAATGC3”
AtVQ9 AT1G78310 5" AATCACCGGTCTCTTCGTACAT3"; 5-GAGGTGAGACCAAAGGAGCTAA3”
AtVQI0 AT1G78410 5" TCGGTGAAGATACCAGACAGC3"; 5 TCTTCCATGTGAGGCATCTCT-3~
AtVQI11 AT1G80450 5’-CGTCTCTCACCTAGACCCATTC3"; 5'-CGGAAGGAAGTAGAACCCTTTTT3”
AtVQI12 AT2G22880 5" TCACTTCATTCGACCCGTAAG3"; 5" TGCACCAGTTAGCCTCTGAAC3”
AtVQI3 AT2G33780 5"-GAGCTTCGATGATGACCAAGA-3"; 5"-GAGAAGTCGAGGCTCCGTATC-3"
AtVQ14 AT2G35230 5’-CCTCTCCCATGTTCAGTCAGA3"; 5" TATTCGGGTAACCGGTAGGAG3”
AtVQI15 AT2G41010 5’ TATATCGCCAAGGTTTCAACG3"; 5" -ATCGAAGAAAGCAGAGGAAGG3’
AtVQI16 AT2G41180 5’ TCATCATCGTCTCCGACTAGG3"; 5 - TCTCGACTCTCATCGGATTTG3”
AtVQ17 AT2G42140 5"-GGTTCTTGAACGGGTTAGGAG3"; 5" TGTAAGTGGGAGGAAGAAGCA 3°
AtVQI8 AT2G44340 5" AAGAAGAGTGGGGATCAGGTG3"; 5" TCTCATGGGAAACGAAGAGAA3”
AtVQI19 AT3G15300 5’-GCGGATTTAACAACAACCTCA3"; 5-AGCTAGGCGACAAAATCTCCT-3”
AtVQ20 AT3G18360 5-CGGAGAACATGGACAGGTTAAT3"; 5" -GGAAAATCGGAAATGTCGGTA-3"
AtVQ21 AT3G18690 5"AGATCTGTGGTCCTCGTCCTT3"; 5-ACCACCGGCTCTCTAGGAATA-3”
AtVQ22 AT3G22160 5" AAACTGGCCGTGTAACCAAG-3"; 5"-GCCAGTGTATTGCTGAACCA-3”
AtVQ23 AT3G56710 5’ AAAACCATCTCCGGTTTCAAG3"; 5" ITTGAACTCTCATGGGGTTTG3"
AtVQ24 AT3G56880 5"-CATCGATTCGTGGCTACTCTC3"; 5" AGGAGATGATTCGGTGGAAGT3"
AtVQ25 AT3(G58000 5"-GAGAACCCGAGCATTGTGAT-3"; 5°-CCATTCAAGAACCCTCCAGA-3”
AtVQ26 AT3G60090 5" AGAACATACGGCTGAACTGGA3"; 5" -AGATCGATCAAACCGTCAAAA3”
AtVQ27 AT4AG15120 5’ ACACTTTTCAACACCGACACAG3"; 5" ATGCCAAGGAGAGGAAGATACTC3”
AtVQ28 AT4G20000 5-AAACGCAAACCCTAGCAATTT3"; 5"-AGACCCGAAATCCAAAGTCAC3”
AtVQ29 AT4AG37710 5’-CACAAGGGCAACGAAAAATTA3";, 5" -GACATGAGGATGCATTGGATT-3"
AtVQ30 AT4G39720 5" TCTTCTTCGCCAAACACTTACA-3"; 5'-GCAGATTCATATCCTCGAAACC-3”
AtVQ31 AT5G08480 5" ATGTATGAGGCCAAAGCTTGA3"; 5'-GTGCCCACTGGACTTGTTAAA3"
AtVQ32 AT5G46780 5’-GTCACATCAAACCGGTCCTAA3"; 5"-GCAAAATTGGGTGAGAACAAA-3”
AtVQ33 AT5G53830 5" ITTTCCGAAGCTAGGGCTAAAC3"; 5" TCAGCAATGGCTTTGTCTTCT-3"

AtVQ34 AT5G65170 5’-CCTCGAGCTTGAGAACGAGTA3"; 5" ITTTAGGGTTGGCTGTGTCATC 3"




