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A investigation on the phylogeny of tribe Zingibereae( Zingiberaceae)
based on ntDNA ITS and ¢cpDNA matK sequence data

ZHENG Mandi'*> XIA Yong-mei’
(1. Laboratory of Plant Evolutionary Ecology Xishuangbanna Tropical Botanical Garden
Chinese Academy of Sciences Kunming 650223 China;
2. Graduate University of Chinese Academy of Science Beijing 100049 China;

3. Laboratory of Plant Phylogenetics and Conservation Biology Xishuangbanna Tropical Botanical Garden
Chinese Academy of Sciences Kunming650223 China)

Abstract: Zingibereae is the largest tribe in the family Zingiberaceae with 25 genera. Zingibereae and Glob—

beae comprised the Zingiberoideae. In our study we choose ITS and maiK sequences to reconstruct gene trees for

Zingibereae through maximum — parsimony bayesian — inference and maximum - likelihood motheds. Our goal in

the present study is to clarify the relationship between Zingibereae and Globbeae to generate hypotheses on the

phylogenetic relationships among the genera of the Zingibereae. The topologies of gene trees revealed that: (1) Zin—

giberoideae resolved as a monophyletic lineage. (2) Distichochlamys and Scaphochlamys Roscoea and Cautleya

Pommereschea and Rhynchanthus are strongly supported as sister genera. (3) Hedychium Roscoea Kaempferia

Zingiber are respectively resolved as monophyletic lineage. 4) Cucurma is paraphyletic with Paracautleya Smith—

atris and Hitchenia. (5) Boesenbergia is paraphyletic with Curcumorpha. However deep lineages within Zingibereae

are poorly resolved more powerful markers are needed in further study.

Key words: Zingibereae; Zingiberaceae; ITS; matK; phylogeny



