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Analysis of Genetic Structure of the Endangered Species
Pellacalyx yunnanensis ( Rhizophoraceae) by RAPD
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Abstract: The genetic diversity and population genetic sructure of three populations of Pellacalyx yunna-
nensis in Yunnan Province were estimated by RAPD markers. Fifty-four loci were amplified with 10
oligonucleotide primers, of which 11 loci (20. 37%) were polymorphic. The genetic diversity wihin a
population was very low, while the genetic differentiation very high (78 65%) among populations com-
pared wih other endangered species. The habitat of P. yunnanensis was severely destroyed by the people’

s activiies and the economic plants planted, which may result in the loss of genetic diversity and high ge-
netic differentiation. Implications for the further conservation strategies of this endangered species were d&-

cussed based on these results.
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Table I Numbers and origin of samples studied Table 2 Primers sel ected and their sequences
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Table 3 The genetic diversity of P. yunnanensis
10 54 , 11
PPB= 20.37% Ex situ Population No. of polymorphic bands PPB (%)
Ex-situ 5 9.26
52 » PPB=9.26%, 3 Qingmei Forest 3 5.56
;o OM 50 ,  Bubeng Forest 1 1.85
PPB= 5.56%; BB 47 , ppp= _Tou 1 2037
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3 2 ( ), AMOVA
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4 2 3 AMOVA

Table 4 Analysis of molecular variance (AMOVA) for three populations of P. yunnaensis from two regions

Source of variation Variance component Total variance (%) P-value

Nested Analysis
Variance anong groups 2. 02466213150 (79 63)
Variance anong populations within groups 0. 02780952381 (1.09
Variance within populations 0. 49015873016 (19 28)
Analysis Among Populations
Variance anong populations 1. 80556163930 (78 65)
Variance within populations 0.49015873016 (21 35)
Analysis Among Groups
Variance anong groups 2. 04536976080 (80 50)
Variance within groups 0. 49539170507 (19 50)

0 001
0 001
Q0 001

N NN

Q0 001
0 001

ANIVAN

Q0 001
0 001

ASEAN

33 NTSYS (UPGMA), 2
, Ex situ , 2 (2
EX1

0.90 0.93 0.95 0.98 1.00
Coefficient

2
Fig. 2 The individuals clusered with UPGMA

) ) PPB= 20.37%,
(78. 65%) (2003) RAPD
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