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Arabidopsis WRKY2 Transcription Factor may be
Involved in Osmotic Stress Response

1,2 . Lo
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(1 Xishuangbanna Trgpica Botanicd Garden, ChineseAcademy o Sciences, Kunming 650223, China;
2 Graduate University f Chinese Academy ¢ Sdences, Beijing 100049, China

Abstract: The fact that Arabidopsis WRKY2 potein was nuclearlocalized supported that WRKY2 functbned as a tran-
scription factor. The expression levels of WRKY2 in leaves were the highest in all tissues. The expression pmofile indicated
that the expression levels of WRKY2 were elevated by NaCl and mannitol treatments, while which were not induced by other
treatments including KCl, LiCl, CaCl,, NaH,PO,., pathogenic germs, cold, heat and ABA. These resuls suggested that
WRKY2 might be involved in esmotic stress induced by NaCl and mannitol.
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HNKDSSQSNVFRG GLSERI AAR AGFNAPRLNTENIR TNTDFSIDSNLRSPCLTISSPGLSPAT
LLESPVF LSNPLAQPSPTTGKFPFLPG VNGNALSSEK AKDEFFDDIG ASFSFHPVSRSSSSFF
QGTTEMMSVD YGNYNNRSSSHQS AEEVKP GSENIESSNL YGIETDNQNGQNKTSDVTTN

TSLETVDHQEEEEEQRRGDSMAGG AP AEDG YNWRK YGQKLVKGSE YPRSY YK CTNPNC
QVKKKVERSREGHITEI YKG AHNHLKPPPNRRSGMQVDG TEQVEQQQQQRDSAATWVS
CNNTQQQGGSNENNVEEGSTRFE YGNQSGSIQAQTGGQ YESGDPVVVVD ASSTFSNDED

EDDRGTHGSVSLG YDGGGGGGG GEGDESESKRRKIL EAF AAEMSGSTRAIREPRVVVQTT
SDVDILDDG YRWRKYGQKVVKGNPNPRS Y YKCTAPGCTVRKHVERASHDLKSVITTYE

GKHNHD VP AARNSSHGG GG DSGNGNSGGSAAVSHH YHNG HHSEPPRGRFDRQVT TNNQ
SPFSRPFSFQPHLGPPSGFSFGLGQTGLYNLSMPGLAYGQGKMPGLPHP YMTQPVGMSEA
MMQRGMEPK VEPVSDSGQSV YNQIMSRLPQI

1 WRKY2
WRKY2 WRKYGQK ~ C,H,
Fig. 1 Sequences of WRKY2
Amino acid sequence of WRK 2. The highly conserved WRKYGQK sequences and the residues forming the CoH,

zine-fingers are in red. The putative nuclear local zation signals are unded ned

EGEFP WRKY2-EGFP

2 WRKY2
WRKY2  EGFP WRK Y2-EGFP WRKY2 EGFP
EGFP
Fig. 2 Subcellular localization of WRK Y2
WRKY2 was fused to EGFP to yield WRK Y2EGFP. The chimeric protein was local zed to the nucleus of N. benthamiana
leaf epidemmal cells. EGEP abne was detected in both the nueleus and the otoplasm due to its small size
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