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Abstract: The transcription factors WRKY protein superfamily are widely preserted in plants. It is well known that a ma-
jority of the plant biological processes are modulated by WRKY transcription factors. And here we focused on OsWRKY72 .
Genetic analysis showed the apical dominance of 35S: OsWRKY72 transgenic Arabidop sis thaliana was repressed and the
transgenic plants had significantly more shoot branches comparing with the control plants. Besides the reduced apical domi
nance, the phenotypes, including curled leaves and shoit fruits in transgenic Arabidopsis, were similar to those of the char-

acteristic mutants deficiency in auxin singal transduction. These results suggested that OsWRKY72 played an important role
in the auxin signaling pathway.
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Fig. 2 The screen of transgenic lines of 35S: : OsWRKY72. The left is transcript level of G¢WRKY72 in different lines,

and the right is the phenotypes of wild type and transgenic lines at the age of 4 weeks
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Fig. 3 Morphological comparison of cauline leaf between vector and 355: OsWRKY72 transgenic plants
(A: The cauline leaves of vector and 35S: OsWRKY72 transgenic planis; B: Nomal stomata and epidemal cells;

C: Loose palisade cell clearance and increased palisade cell volume of transgenic lines. Bars= 10Hm)
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