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Abstract In this research, we cloned and analyzed the sequence of ARC/ gene from Erigeron breviscapus. We
designed the primers based on the sequences predicted in previous experiment. We used Erigeron breviscapus buds
as materials to extract RNA to be a template, obtained cDNA through RT-PCR amplification, and connected the
amplified ARCI gene into pMD19-T. We used PCR to detect the positive clone and obtained 2 199 bp nucleic
acid sequence. The results of sequence analysis showed that the ARCI gene had two domains without intron,
encoding 733 amino acids. The homology of the nucleic acid sequence was more than 64% and the amino acid
sequence was 61%. The A RCI gene was cloned from Erigeron breviscapus for the first time in this research, which
might provide a theoretical basis for further study of this gene.
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Figure 6 Multiple comparison on amino acid sequences of ARC1 in Erigeron breviscapus and other plants

Note: A: Nicotiana tabacum; B: Nicotiana sylvestris; C: Solanum tuberosum; D: Solanum lycopersicum; E: Erigeron breviscapus; F: Cynara

cardunculus
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