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Introduction to Cover Illustration: Mitrastemon yamamotoi

Mitrastemon yamamotoi belongs to the family Mitrastemonaceae. Herb,3—8 cm tall, parasitic on

roots of Castanopsis and Quercus. Without leaves, inflorescence bracts scale-like. Flowers solitary, Peri-

anth copular, Stamens connectives forming a depressed-conic cover over stigma. Flowering in August to

September, fuiting in October.

There are two species on the world, one species and a variety in China. M. yamamotoi var. yamamo-

toi distributed in Fujian, Guangdong, Guangxi and Yunnan , China, also in Cambodia, Indonesia, Japan,

Malaysia and Thailand. M. yamamotoi var. kanehirai is endemic to Taiwan Province, China. The position

of Mitrastemon has been a mystery. In traditional classification systems, Mitrastemon has a close relation-

ship with Ra f flesia, they are put in same family or same order. But molecular evidence shows that their

genetic relationship is very far, the former is in Malpighiales, and the latter is in Ericales.



